








Figure 7. PRC2 binds to individual DNA molecules as monomers and multimeric
complexes. (A) Two 600x600 nm? images showing PRC2 bound to DNA, where
volumetric analysis suggests monomeric and dimeric (or possibly trimeric) PRC2
complexes. Green arrows denote PRC2. (B) A histogram of the probability of
measuring a particular volume at locations where the DNA backbone crosses itself
[grey, N = 52] and where DNA is bound to PRC2 [green, N = 64]. Dotted black line is
a fit of the sum of two Gaussians (means = std. devs. are 400 + 200 and 1300 + 600
nm?3) to the volume distribution of PRC2 bound to DNA. The two bound molecules
with the highest volumes, not included in the 64 shown, were excluded for clarity and
represent higher multimeric complexes. (Inset) Detailed plot of small volume
distribution of PRC2 bound to DNA.
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Figure 8. Binding of multiple PRC2 compacts DNA. (A) Three representative AFM
images of DNA compacted by PRC2. For clarity, the values between pixels were
interpolated using a bicubic polynomial. (B) The same images as in panel A with a
superimposed visual definition of the radius of gyration (Rs) assuming mass is

proportional to height. (C) Compaction area, defined as 7R’ , as a function of PRC2-

DNA complex volume (V), as defined in Materials and Methods (green circles, N =
300). Note that for DNA molecules bound by two or more well-separated PRC2
molecules (N = 58), we report the sum of the complex volumes, and for 43
compacted complexes without well-defined contours, as in the rightmost column of
panel A, the volumes were corrected as described, except the average correction
factor was used. Colored markers and dashed lines indicate the areas and volumes
of the example images in panels A and B. A dashed line is plotted to guide the eye to
the mean value as a function of V. (D) Distribution of area for simulated DNA with p =
50 nm and Lo = 851 nm (black open bars, N = 4000) and observed PRC2-DNA
complexes (green bars). Simulation was performed as in (39). The data shown in
panel C were derived from all 2x2 ym? images used in Figure 3A with a deposition
concentration of 300 nM PRC2 or less, and the example images in panels A and B
all used a PRC2 concentration of 90 nM or less.
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